T he health and vitality of any field of research can easily be determined by looking for the work being carried out by its emerging investigators. These investigators bring a vibrant energy to the subject, which infuses into the rest of the community. They also bring new ideas and perspectives that stimulate the development of innovative solutions to existing problems. The BEmerging Investigators^focus section contained within this issue of the Journal of the American Society for Mass Spectrometry (JASMS) highlights the exciting work being carried out by just some of the outstanding young researchers working today in the field of mass spectrometry and, in doing so, also captures emerging high-impact areas of research that have the potential to influence the future directions of our field. The prevalent theme of the research described in the focus section articles is the development and application of bioanalytical mass spectrometry and associated strategies for biomolecular analysis, commensurate with the immense impact that mass spectrometry has had, and continues to have, in solving some of the most difficult challenges facing the biological sciences over the past two and a half decades. Invitations to contribute to the focus section were based on suggestions solicited from the JASMS Editor, Associate Editors, and members of the Editorial Board, and from members of the ASMS Board of Directors. Although no firm criteria were used to distinguish between Bemerging^and Bestablished^scientists, the goal was to emphasize the work of investigators within the first 10 years of their independent careers, who, while relatively early in their careers, are already making important contributions to the literature and are expected to become future leaders within the field. Rather than summarizing the research described within these articles, the diverse range of which is immediately evident by scanning the (2004) (2005) (2006) where he studied viral activation of non-receptor tyrosine kinases and developed the widely used software package HXExpress. Prof. Weis has also held faculty appointments at Middlebury College (1998) (1999) (2000) and Skidmore College (2000 College ( -2004 . (2010) (2011) (2012) prior to joining FIU in 2012. One of the research objectives of the Fernandez-Lima laboratory is the development of fast separation/ identification techniques that can be easily implemented for the analysis of complex biological mixtures (e.g., gas-phase, postionization separation in ion mobility spectrometry, and mass spectrometry) and the study of the conformational space of molecular ions for structural elucidation.
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